The stripe pattern of pair rule gene expression along the anterior-posterior axis of the Drosophila blastoderm embryo represents the first sign of periodicity during the process of segmentation. Striped gene expression can be mediated by distinct cis-acting elements that give rise to individual stripe expression domains in direct response to maternal and first zygotic factors.
I. Introduction
The segmented body pattern of Drosophila is laid down early in embryogenesis through the action of different classes of genes (Nfisslein-Volhard and Wieschaus, 1980; NiJsslein-Volhard et al., 1982) . The maternal coordinate genes establish global embryonic polarity, the gap genes subdivide the embryo into a series of broad regions, the pair rule genes generate double segment periodicity, and the segment polarity genes generate patterns in each segment. Within this cascade, the appearance of the striped expression of the pair rule genes marks the first sign of a periodic pre-pattern that underlies the segmental organization of the embryo (Akam, 1987; Ingham, 1988; Carroll, 1990; Howard, 1990; Pankratz and J~ickle, 1990) .
Based on regulatory interactions among each other, the pair rule genes have been subdivided into two classes (Howard and Ingham, 1986; Carroll and Scott, 1986 repetitive patterns of seven individual stripes, and their activities then provide the periodic spatial cues for generating the striped expression pattern of the secondary pair rule genes, such as fushi tarazu (ftz) (Howard and Ingham, 1986; Carroll and Scott, 1986; Harding et al., 1986; Frasch and Levine, 1987; Ingham and Gergen, 1988; Carroll and Vavra, 1989) . Genetics combined with molecular analysis of the h and eue control regions showed that the majority of the stripe expression domains of the two genes are independently regulated by separate cis-acting elements responding to maternal and gap gene activities (Howard et al., 1988; Goto et al., 1989; Harding et al., 1989; Hooper et al., 1989; Pankratz et al., 1990; Howard and Struhl, 1990; Riddihough and Ish-Horowicz, 1991; Small et al., 1991; Lardelli and Ish-Horowicz, 1993) . A detailed molecular analysis of the second stripe of eue indicated that this stripe element is activated by the anterior morphogens bicoid (bcd) and hunchback (hb); the initially broad stripe of expression is then repressed from the anterior and posterior by the combined action of the gap gene giant (gt) and Kriippel (Kr), respectively (Goto et al., 1989; Stanojevic et al., 1989; 1991; Small et al., 1990 Small et al., , 1992 
